A new antimetabolite (1) was isolated from the culture broth of Streptomyces purpurascens A-347.
This antimetabolite exhibited antitumor activity against mouse leukemia L1210 cells. 
Physico-chemical Properties
The antimetabolite (1) is soluble in acidic and alkaline water, very slightly soluble in water and dimethyl sulfoxide, practically insoluble in methanol, benzene, chloroform and hexane. The antimetabolite (1) gave positive reactions with Folin-Ciocalteu reagent and cupric chloride but a negative test with ninhydrin. The molecular formula of 1 was determined to be C5H5N5O2 based on the elemental analysis, 13C NMR and FD-MS.
Physico-chemical properties of 1 are summarized in Table 1 . The IR spectrum of 1 is shown in The antimetabolite (1) produced by a strain A-347 competed with purine bases and appeared to be a purine analog. The UV spectrum, 13C NMR and molecular formula suggested that this antimetabolite was a N-hydroxyguanine or a guanine-N-oxide. The antimetabolite was reduced by Raney nickel, yielding guanine quantitatively. The N-hydroxyl derivatives of guanine except 7-hydroxyguanine were synthesized by WATSON et al.2~4) ; the UV spectral data of the N-hydroxyguanines are distinguishable from that of 1 ( Table 2 ).
The pH's were adjusted with NaOH and HCl for 1 and with KOH and HCl (or H2SO4) for others.
The structure of 1 was finally established by X-ray crystallography. The crystal used was about 0.7 x 0.5 x 0.15 mm in size, grown in 15 % tetrahydrofuran -2 M NH4OH. The lattice constants and the intensity data were obtained on a Syntex R3 four circle diffractometer using Mo-Ka radiation monochromated by a graphite plate. Cell dimensions were determined by least-squares calculations from 20 values of 18 well-centered, resolved diffraction peaks. The crystal data are given in Table 3 . VOL. XXXVIII NO. 8 THE JOURNAL OF ANTIBIOTICS level were used in the structure determination.
The phases of 109 strong reflections with |E|< 1.7 were determined by the direct method using MULTAN5). The E map for the best solution yielded positions for all the non-hydrogen atoms.
The position for hydrogen atoms were determined by difference-Fourier synthesis. Least-squares refinements using anisotropic temperature factors for oxygen, nitrogen and carbon atoms and isotropic ones for hydrogen atoms reduced the R index to 0.059;1) an Ortep6) drawing of the molecule of 1 is shown in Fig. 2 . The structure of 1 was thus established to be 7-hydroxyguanine. 
